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Lancet A familial cluster of pneumonia associated with the 2019
novel coronavirus indicating person -to -person transmission: a
study of a family cluster
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Fr 8 (n=41) ICU #¥ (n=13) 3E ICU B3 (n=28) pi

B4R, x10"/L 62(41-10.5) 11:3(5:8-121) 57(31-7:6) 0011
<4 10/40 (25%) 1/13 (8%) 9/27 (33%) 0041
4-10 18/40 (45%) 5/13(38%) 13/27 (48%)
>10 12/40 (30%) 7/13 (54%) 5/27 (19%)

PRI ER Y, x 10°/L 5.0(3:3-89) 10-6 (5:0-11-8) 44(2:0-61) 0.00069

BT, x10°/L 0-8(0:6-11) 0-4(0-2-0-8) 1.0 (0:7-11) 00041
<10 26/41 (63%) 11/13(85%) 15/28 (54%) 0:045
210 15/41 (37%) 2/13(15%) 13/28 (46%)

maER, g/L 126.0 (118-0-140.0) 122:0(111.0-128.0) 1305 (120.0-140.0) 020

/MR, x10%L 164-5(131:5-263.0) 196.0 (165-0-2630) 1490 (131:0-263.0) 045
<100 2/40 (5%) /13 (8%) 1/27 (4%) 045
2100 38/40 (95%) 12/13(92%) 26/27 (96%)

Rmismetia) , ¥ 111(101-12:4) 12:2(112-13-4) 107 (9-8-12-1) 0012

FEER S R M ERGEY S , 270 (24-2-341) 262(22:5-33.9) 277 (248-341) 057

D- ZEfk, mg/L 05(03-13) 2:4(0-6-144) 05 (0:3-08) 00042

mEH, g/L 314 (28.9-36.0) 27:9 (263-30-9) 347(302-365) 0.0066

ARBREREBE, U/L 32.0 (21.0-50.0) 49.0(29-0-115.0) 27-0(19:5-40.0) 0038

KL EEMEEN U/L 34.0 (26-0-48.0) 440 (30:0-70.0) 340 (24.0-40-5) 010
=40 26/41(63%) 5/13 (38%) 21/28(75%) 0-025
>40 15/41 (37%) 8/13 (62%) 7/28 (25%)

BRBLIFE , mmol/L 117 (95-13-9) 14.0 (11-9-32:9) 10-8 (9-4-12-3) 0-011

$#, mmol/L 42(38-48) 46(40-50) 41(3-8-46) 027

%, mmol/L 139.0 (137:0-140.0) 138.0(137:0-139.0) 1390 (137:5-140-5) 026

BIEF , umol/L 742 (575-857) 79:0(53-1-927) 73:3(57-5-847) 084
=133 37/41(90%) 11/13 (85%) 26/28 (93%) 042
>133 4/41(10%) 2/13 (15%) 2/28 (7%)

AESAEE , U/L 132:5 (62:0-219.0) 132:0 (82:0-493-0) 133.0 (61.0-189.0) 031
<185 27/40 (68%) 7/13 (54%) 20/27 (74%) 021
>185 13/40(33%) 6/13 (46%) 7127 (26%) -

LA SN , U/L 2860 (242.0-408.0) 4000 (323.0-578.0) 281.0(233.0-357:0) 00044
<245 11/40 (28%) 1/13 (8%) 10/27 (37%) 0036
>245 29/40 (73%) 12/13 (92%) 17/27 (63%) -

WEASES |, pg/mL 34(11-9.1) 33(3-0-163.0) 35(0.7-5-4) 0.08
>28(99th percentile) 5/41 (12%) 413 (31%) 1/28 (4%) 0.017

BEER, pg/mL 01(01-0-1) 01(01-04) 01(01-0-1) 0031
<01 27/39 (69%) 6/12 (50%) 21/27 (78%) 00029
20110 <025 7/39 (18%) 3/12 (25%) 4/27 (15%) “
20-2510 <05 2/39 (5%) 0/12 2/27 (7%) -
205 339 (8%) 3/12(25%)* 0/27 -

Bask X AR 40/41(98%) 13/13 (100%) 27/28 (96%) 068

DO 588 4 A b (E 32:2(310-34'5) 31:1(30-0-335) 322(311-347) 0-39

IBRPMI (IQR) M n /N (%), RPN RETMMEHBELSN. LR ICU PRHAE ICU #1889 p @RS X ?, Fisher FMINLKREE Mann-Whitney U 1238,

2019-nCoV = 2019 B ARAH, ICU = BEMPHE. * WRERVEFERUBEBR,

RiE2: B 2019-nCoV MEFNRMNTRERTLR
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Lancet Genomic characterisation and epidemiology of 2019
novel coronavirus: implications for virus origins and receptor
binding
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A
Strain Complete Gene region (%)
(%) 1ab 1a 1b s 3 E M 7 8 10b N 13 14
Nudleotide Bat-SL-CoVZC45 876 889 907 80 752 878 987 934 952 888 885 911 891 967
Bat-SL-CoVZX(21 875 887 903 861 747 88-9 987 934 95-2 891 885 912 895 96-7
SEqUENCEs 1 cARS-CoVGZ02 790 795 754 863 727 756 935 81 745 81 . 881 - -
A dcd Bat-SL-CoVZ(45 956 956 95.8 802 909 1000 986 93-4 87:6 942 943 732 929
Bat-SL-CoVZXC21 95-2 951 955 796 920 1000 986 93-4 884 942 943 732 929
SEQUENCES 1 SARS-CoVGZ02 82 805 956 762 731 947 901 689 82 - 903 .
B
Gene
2019-nCoV 28
Consensus
1ab
1.00
0-95+ by =~
0-90 1 =4 W r =
0-85
0-80
075
0-70
F 065+
= 0604
® 055
E 050
0454
0:40
035
030
0-25
0-20
015 — SARS-CoVGZ02
010 — BatSL-Covzcas
0054 — BatSL-CovzxC1
0 T T T | T T T T T T T T T T T
1000 3000 5000 7000 9000 11000 13000 15000 17000 19000 21000 23000 25000 27000 29000
Position
100, AY508724|SARS-CoV_NS-1
z 100| AY485277|SARS-CoV_Sinol-11
02 AY390556{SARS-CoV_GZ02|Guangzhou SARS-Cov '
AY278489|SARS-CoV_GDO1
KT444582|WIV16|Yunnan
100 1L Kv417146|Rs4231|Yunnan
KY417151|Rs7327|Yunnan
100 KY417152|Rs9401|Yunnan
MK211376|BtRs-BetaCoV/YN2018B|Yunnan
KJ473816|BtRs-BetaCoV/YN2013|Yunnan
86 KY770859|Anlong-112|Guizhou
KY417145|Rf4092|Yunnan
1004 MK211377|BtRs-BetaCoV/YN2018C|Yunnan
KY417142|As6526|Yunnan
KY417148|Rs4247|Yunnan Bat-SL-CoV y
KJ473815|BtRs-BetaCoV/GX2013|Guangxi
JX993988|Yunnan2011
100 MK211374|BtRI-BetaCoV/SC2018|China
JX993987|Shaanxi2011
K)473814|BtRs-BetaCoV/HuB2013|Hubei
DQ648857|Bat_CoV_279/2005|Hubei
1 GQ153547|HKU3-12|HK/2005
Q084200|HKU3-3|HK/2005
GQ153542|HKU3-7|HK/2007
KF294457|Longquan-140|China
WH04/2020-01-05
¥58011/2020-01-07
WH01/2019-12-26
WH03|2020-01-01
WH19002|2019-12-30
WH19008]2019-12-30 2013:80Y *
WH02|2019-12-31
76| WH19001|2019-12-30
WH19004/2020-01-01
WH19005/2019-12-30
100 100 MG772933|bat-SL-CoVZC45|Zhejiang | Bat-SLCov "
100- MG772934|bat-SL-CoVZXC21|Zhejiang AL e
KY352407|SARS-related_coronavirus|BtKY72|Kenya
100 Hibecovirus GU190215|Bat_coronavirus|BM48-31/BGR/2008|Bulgaria
- KF636752|Bat_Hp-betacoronavirus/Zhejiang2013
Nobecovirus 100 ——————— KU762338|Rousettus_bat_coronavirus|GCCDC1_356|China
b EF065513|Bat_coronavirus_HKU9-1|BF_005l|Guangdong
100 EF065509|Bat_coronavirus_HKU5-1|LMHO3f|Guangdong
Merbecovirus 'i‘_‘: EF065505|Bat_coronavirus_HKU4-1|B04f|Guangdong
100 JX869059|Human_betacoronavirus_2c_EMC/2012|HCoV-EMC|Saudi Arabia MERS-CoV ‘
; KC545386|Betacor wirus_Erinaceus/VM EU/2012|ErinaceusCoV/201 216/GER/2012|Germany
. 100, AY391777|Human_coronavirus_0C43|ATCC_VR-759|UK
Embevovirus 100 KM349744|Betacoronavirus_HKU24|HKU24-R05010I|China @
]@:HGAUZIHMurine_mmnavirus_MHV-1|lJSA
MK167038]Human_coronavirus_HKU1|SC2521|USA f
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a bioRxiv  The digestive system is a potential route of 2019 -nCov
infection: a bioinformatics analysis based on single -cell
transcriptomes
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a New England Medical Journal First Case of 2019 Novel
Coronavirus in the United States
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